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“We are trying to identify genes associated 
with human diseases

using mutant mice and are aiming to develop
new mouse models for human disease.” 

Yoshiaki Kikkawa

Mouse disease models have contributed to the study of pathogenic 

mechanisms. The demand for mouse disease models will continue 

to increase because the genetic factors and molecular mechanisms 

behind many human genetic diseases are still unknown. Mouse disease 

models are important tools for identifying genes that are responsible for 

genetic diseases. They are also important for studying the processes 

that regulate the onset of genetic diseases and for evaluating the 

effectiveness of new drugs. We aim to develop novel mouse disease 

models via forward and reverse genetics for the phenotypic analysis of 

human genetic diseases and for the study of pathogenic mechanisms.
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