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Multiz Alignments of 100 Vertebrates.
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HumanCACATCCACTGAATGACTTTCCCTAGACTAA
Rhesuss CACATCCACTGAATGACTTTCCCTAGACTAA
Mouse CCCATCCACTGAGCAACTTTCCCTAGAGTAA

DogCCCATCCACTGAACAACTTTCCCTAGAGTAA

Elephant CCCATCCACTGAACAAGTTTCCCTAGAGGAA
ChickenC-CTCTGGATGAAGTAGGTTTCCTCAGGT -G
X_tropicalis GTTCTCAACTGCAACATGTCCCTCCTGGCAA fi
Zebrafish
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