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Chromosomal translocation is caused by DNA double-strand
breaks (DSBs)
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Why and where do DSBs occur?



Chromosomal translocation seen in cancer
h A THEF T B FE{REREE

« ERG rearrangements are found in >60 % of prostate
cancer

« MLL rearrangements are found in >/0% of infant
leukaemias

« NRGI1 rearrangements are found in ~10% of breast
cancer

v Rearrangements are NOT random, rather
occurring at the specific loci
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We value diversity

v We welcome foreign students.

v We welcome students of all
backgrounds.

v We welcome students who are
communicative and can get excited In
doing science together.



